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Education
2018 – present [ Ph.D. Genetics, Bioinformatics and Computational Biology

Virginia Tech Blacksburg, USA
Thesis: Development of Bioinformatic pipelines to improve sequence-based pathogen classi-
fication and identification

2015 – 2017 [ M.Tech. Computational Biology
Indraprastha Institute of Information Technology Delhi, India
Thesis: Clinical Genomics and Personalized Medicine initiatives for Arabian Countries

2011 – 2015 [ B.Tech. Biotechnology
Jaypee Institute of Information Technology Noida, India
Thesis: Studying the effects of bacteriocin-like-inhibitory substances on bacterial biofilms

Research Experience
May’22 – Aug’22 [ Research Intern, Vertex Pharmaceuticals Boston, USA.

Project - Validating and benchmarking clinical pipeline for gene-editing-based dis-
ease therapies
Advisor: Dr Rebecca Fine

2018 – present [ Graduate Research Assistant, Virginia Tech Blacksburg, USA.
Project - Improving pathogen identification and characterization using long- read
sequencing methods
Advisor: Dr Boris Vinatzer

Aug’17 – Dec’17 [ Graduate Research Assistant, Indraprastha Institute of Information Technology
Delhi, India.
Project - Post mitochondrial apoptotic pathway study using Monte Carlo Modelling
Advisor: Dr Subhadip Raychaudhuri

May’16 – Dec’17 [ Thesis Student, Institute for Genomics and Integrative Biology Delhi, India.
Project - Clinical Genomics and PersonalizedMedicine initiatives for Arabian Coun-
tries
Advisor: Dr Vinod Scaria

May’14 – Aug’14 [ Intern, Centre for Genetic Manipulation of Crop Plants Delhi, India.
Project - Analyzing the protein content in different Brassica species for improving the
quality of mustard seeds
Advisor: Dr Yaspal Singh Sodhi

Dec’13 – Jan’14 [ Intern, Rajiv Gandhi Cancer Hospital And Research Center Delhi, India.
Learning to perform pathological testing in Biochemistry, Microbiology, and Hema-
tology departments

Teaching Experience
Spring 2017 [ Probability and Statistics Undergraduate Level

Graduate Teaching Assistant, IIIT-Delhi
Responsibilities: Weekly tutorials, Grading assignments, Regular Office hours
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Teaching Experience (continued)
Fall 2016 [ Introduction to Mathematical Biology Graduate Level

Graduate Teaching Assistant, IIIT-Delhi
Responsibilities: Designing homework assignments, Grading, Regular Office hours

Spring 2016 [ Critical Thinking Undergraduate Level
Graduate Teaching Assistant, IIIT-Delhi
Responsibilities: Preparing lecture material, Facilitating classroom discussions, Grading,
Regular Office hours

Mentoring Experience
2019-present [ Peer-mentor Vinatzer Lab, Virginia Tech

Give training sessions/workshops for new bioinformatic tools and pipelines
Provide support and advice on software/pipeline selection and installation
Assistance in troubleshooting computational problems through meetings

2016-2017 [ Project manager Institute for Genomics and Integrative Biology
Managed and mentored a team of 20+ student interns
Prepared teaching materials and organized training sessions
Assisted in timely progress of tasks

Grants and Awards
2022 [ Travel Grant, School of Plant and Environmental Sciences, Virginia Tech.

[ Research Grant, Pacbio Genomics Day, Atlanta.
2021 [ Travel Grant, Graduate Student Association Travel Fund Program, Virginia Tech.
2020 [ Travel Grant, Plant Health 2020.

[ 1st prize for Oral Presentation, American Phytopathological Society – Potomac Division
Meeting.

[ 1st Prize for Flash Talk, Graduate Student Association Research Symposium, Virginia Tech.
2019 [ Best Poster, School of Plant and Environmental Sciences, Graduate Student Poster Showcase.
2015 [ Complete Tuition Waiver for Master’s degree, Department of Biotechnology, India.

[ Scholarship for qualifying the Graduate Aptitute Test in Engineering, Ministry of Human
Resource Development, Government of India.
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Oral Presentations
[ Adapting a metagenomic classification tool to reach the resolution required for biosecurity-relevant

identification of plant-associated bacteria, International Phytobiomes Conference, 2022, Denver-
Colorado.

[ Rapid and precise metagenomics classification for pathogen detection using an exclusively genome-
similarity-based approach, International Conference on Plant Pathogenic Bacteria, 2022, Assisi-
Italy.

[ Rapid and precise metagenomics classification for pathogen detection using an exclusively genome-
similarity-based approach, American Phytopathological Society Potomac Division Meeting,
2022, Online.

[ Genome-based circumscription of cool-virulent Ralstonia solanacearum strains in an attempt to im-
prove their regulation, Plant Health 2020, Online.

[ Genome-based circumscription of cool-virulent Ralstonia solanacearum strains in an attempt to im-
prove their regulation, American Phytopathological Society Potomac Division Meeting, 2020,
Online.

[ Strain-level identification of tomato pathogens frommetagenomic sequences obtained with the ONT
MinION Graduate Student Association Research Symposium, Virginia Tech, 2020, Online.

[ Strain-level identification of tomato pathogens frommetagenomic sequences obtained with the ONT
MinION Translational Plant Science Symposium, 2020, Virginia Tech.
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Oral Presentations (continued)
[ Strain-level identification of tomato pathogens frommetagenomic sequences obtained with the ONT

MinIONNanopore Community Meeting 2019, New York.
[ Hi Alexa! What’s wrong with my tomato plant?Nutshell Games 2019, Virginia Tech.

Poster Presentations
[ Adapting a metagenomic classification tool to reach the resolution required for biosecurity-relevant

identification of plant-associated bacteria, International Phytobiomes Conference, 2022, Denver-
Colorado.

[ Cool virulence: Catch me if you can, School of Plant and Environmental Sciences Graduate
Student Poster Showcase, 2021, Virginia Tech, USA.

[ A comparative genomics investigation into cool-virulence in Ralstonia solanacearum to improve its
phytosanitary regulation, Plant Health 2021, Online.

[ Classification of the Ralstonia solanacearum species complex based on population and comparative
genomics,World Microbe Forum, 2021, Online.

[ Strain-level identification of tomato pathogens frommetagenomic sequences obtained with the ONT
MinION, School of Plant and Environmental Sciences Graduate Student Poster Showcase,
2019, Virginia Tech, USA.

[ Strain-level identification of tomato pathogens frommetagenomic sequences obtained with the ONT
MinIONNanopore Community Meeting 2019, New York, USA.

[ Pharmacogenetic variant analysis In Arab Populations from Exome Data, Research Showcase, 2017,
Delhi-India.

[ Antimicrobial peptides as potential therapeutics against bacteria,National Conference on “Recent
Advances in Biological Sciences” organized by Society of young scientists, 2014, Delhi-India.

Workshops
[ Hands-on workshop on "Metagenomics and Microbial Sequencing for Diagnostics " at the Interna-

tional Phytobiomes Conference, Denver-Colorado, 2022.
[ Co-organized the Panel Discussion on "Plant Disease Pandemic Prevention" at the Transnational

Plant Science Symposium, Virginia Tech, 2022.
[ Hands-on workshop on "Using metagenomic sequencing for Pathogen identification" at Transla-

tional Plant Sciences Discussion Group meeting, Virginia Tech, 2021.

Volunteer and Outreach Activities
[ Co-organized the Panel Discussion on "PlantDisease Pandemic Prevention" at the Transnational Plant

Science Symposium April, 2022.
[ Senator Representative for Genetics, Bioinformatics and Computational Biology Program in Gradu-

ate and Professional Student Services 2021-2023.
[ Committee Member of the Graduate Honor Society at Virginia Tech 2020-2023.
[ Served as a Judge for theWesternVirginia Regional Science Fair 2020 atHollinsUniversityMar 21,2020.
[ Served as a Judge for theRoanokeCounty Science Fair 2020 atWilliamByrdMiddle School Feb 22,2020.
[ Volunteer teacher for low-income schools in Delhi to encourage underprivileged kids towards STEM

careers. Taught Math, Science and Computers to 7th Grade students through interactive learning to
develop critical thinking 2015-2016


